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Figure 2. Graphical summary of
proposal objectives. (a) Systematic
reanalysis of genomic datasets (e.g.
O Ol Omlcs Oiits _ RNA-seq, bisulfite sequencing,
Dataset1 | Dataset 2 | | Dataset 3 | | Dataset4 | '- O?atit:'” raw | proteomics) will be carried out using
standardized bioinformatics pipelines
to get data into comparable format. (b)

OBJECTIVE 1: Systematic reanalysis

Q 0 a 2 : . : :
£ o o =
- E £ o £ § 3 2. Reprocess Blo'marker discovery by 1nteg-rat1ng
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52 g8 §2 £ 83 analysis. (a-b) adapted from Pinu et al.
» 2 @ » g 2 (2019). (¢) Biomarker database that
() . . .
oV \%4 \4 \'4 will be built to host the discovered
variant  methylation transcript protein OUTPUTI:3 | candidate blomarkers. Modelled after
counts counts expression  abundance | comparable || the Cancer Biomarkers database
counts counts count data
(Tamberaro et al. 2018).
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