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Figure 2. Heatmaps showing the relative abundance of known and unknown compounds
selected by multivariate and univariate statistical methods evaluating pH x DO treatment
effects for A) general metabolites and B) lipids. Rows are representative of treatment group
average metabolite levels and columns correspond to individual compounds.

Statistically selected compounds show treatment-specific patterns
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Figure 3. Heatmap plots showing the relative abundance of known and unknown
compounds selected by multivariate and univariate statistical methods evaluating pH x DO
treatment effects for (a) general metabolites and (b) lipids. Rows are representative of
treatment group average metabolite levels and columns correspond to individual
compounds.
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Figure 2. Graphical summary of 
proposal objectives. (a) Systematic 
reanalysis of genomic datasets (e.g. 
RNA-seq, bisulfite sequencing, 
proteomics) will be carried out using 
standardized bioinformatics pipelines 
to get data into comparable format. (b) 
Biomarker discovery by integrating 
omics datasets by post-analysis data 
integration and by integrated data 
analysis. (a-b) adapted from Pinu et al. 
(2019). (c) Biomarker database that 
will be built to host the discovered 
candidate biomarkers. Modelled after 
the Cancer Biomarkers database 
(Tamberaro et al. 2018).

4. Integrate key features through network analysis

3. Identify within-study differences


